FILE ' US PATFULL ' ENTERED AT 11:07:55 ON 05 MAR 2007. 
E WHITCOMB JEANNETTE/ IN 
LI 15 S E3 OR E4 

L2 11 S LI AND (NNRTI OR NONNUCLEOS I DE REVERSE TRANSCRIPTASE INHIBITO 

L3 3 S L2 AND (CODON 190/CLM) 

L4 50446 S (HIV OR HUMAN IMMUNODEFICIENCY VIRUS) 

L5 876 S L4 AND (NNRTI? OR NONNUCLEOS IDE REVERSE TRANSCRIPTASE INHIBIT 

L6 8 S L5 AND (CODON 190/CLM OR G190S/CLM OR G190A/CLM) 

L7 5 S L6 NOT L3 

FILE 'WPIDS' ENTERED AT 11:11:28 ON 05 MAR 2007 
L8 24802 S (HIV OR HUMAN IMMUNODEFICIENCY VIRUS) 

L9 72 S L8 AND (NNRTI? OR NONNUCLEOS IDE REVERSE TRANSCRIPTASE INHIBIT 

L10 5 S L9 AND (CODON 190 OR G190A OR G190S) 

FILE 'MEDLINE' ENTERED AT 11:12:39 ON 05 MAR 2007 
Lll 173746 S (HIV OR HUMAN IMMUNODEFICIENCY VIRUS) 

L12 1179 S Lll AND (NNRTI? OR NONNUCLEOS IDE REVERSE TRANSCRIPTASE INHIBI 

L13 18 S L12 AND (CODON 190 OR G190A OR G190S) 

L14 0 S L13 AND AY<2000 

L15 1 S L13 AND PY<2000 
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DLV 



blue: seqs with no *major nuts 
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Drug susceptibility results of sequences matching input query are shown in the table below. 
Literature references are indicated, as well as the isolate name and type and a list of major, 
minor and other mutations. The fold resistance to the indicated antiretroviral drug is 
indicated in the last column of the table. Data is also summarized above in graphical format. 
Blue bars indicate the range of resistance of those sequences with no *major drug 
resistance mutations (mutations at position 41 , 44, 62, 65, 67, 69, 70, 74, 75, 77, 1 15, 1 16, 
118, 151, 184,210,215,219, 333, 98,100,101, 103, 106, 108, 179, 181, 188, 190, 225, 
226, 227, 230, 234, 236, 238, 318) and red bars indicate the fold resistance of sequences 
matching the input query. The total number of sequences(n), the median fold resistance(m), 
as well as the first(Q1) and third quartile(Q3) are indicated. 
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Page 1 from Results 1 to Result 100 from Total 252 Phenotype results 



Author (yr) 


Type 


Isolates 


NRTI 


NNRTI 


Other 


Method 


Drug 


Fold 


^Fujiwara 
(1998) 


Lab 


NL432-G190A 




G190A 


K102Q, 
S162C, 
K277R 


Fujiwara-98 


DLV 


0.2 


• 

■ 








•Fujiwara-98 


NVP 


>70.0 


Huang 
(1999) 


Lab 


WH101E-108I- 
190 




K101E, 

V108I, 

G190A 


'K102Q, 
S162C, 
K277R 


Virologic 


DLV 


>200.0 














Virologic 


EFV 


270.0 


* — 












Virologic 


NVP 


>680.0 






WH181C_190A 




Y181Cr 
G190A 


K102Q, 
S162C, 
K277R 


Virologic 


DLV 


20.0 














Virologic 


EFV 


12.0 














Virologic 


NVP 


>680.0 


Petropoulos 


Lab 


NL43-nnrti-10 




K101E, 


K102Q, 


Virologic 


DLV 


2.0 


(2000) 








G190A 


S162C, 
K277R 


















Virologic 


EFV 


123.0 














Virologic 


NVP 


>500.0 






NL43-nnrti-13 




K103N, 


K102Q, 


Virologic 


DLV 


37.0 










G190A 


S162C, 
K277R 


















Virologic 


EFV 


213.0 














Virologic 


NVP 


>500.0 






NL43-nnrti-8 




G190A 


K102Q, 
S162C, 
K277R 


Virologic 


DLV 


0.5 














Virologic 


EFV 


7.6 














Virologic 


NVP 


75.0 


Winters 


Clinical 


MW-q759 


D67N, 


Y181C, 


S68G 


Winters- 


EFV 


>500.0. 


(2000) 




T69 M 
V75I, 
F77L, 

l — a a r>\/ 

F116Y, 

U I O I iVI , 

M184V, 
K219E 


G190A 




PBMC 




f 

_ _.. I 














Winters- 


NVP :> 150.0 ! 


- 












PBMC 






iq712 

: I 


D67~ 
T69G, 


A98S7 
K103N, 




K20R, 
K102E, 


Winters- 
PBMC 


EFV 42" 5 ": 

i 

! 


j 




;K70R, 


Y181C, 


I135T, 










■ 


T215F, 


G190AG Q197K, 


i 










K219E 


|I202VI, 


) 











;R211K, 
IV245K, : 
IA272P i 




>150.0 


! 

! 


< . 




! Winters- 
PBMC 


NVP 


r - - — 

! 

! 




q759 


A62V, 

D67N, 

T69~ 

V75I, 

F77L, 

Y115F, 

F116Y, 

Q151M, 

M184V, 

K219E 


K101E, 
Y181C, 
G190A 


V35L, 
S68G, 
K122E, 
I135T, 

O 4 701/ 

R172K, 

E203QE, 

R211K 


Winters- 
PBMC 


EFV 


<>500.0 




{ 
j 








Winters- 
PBMC 


NVP 


>150.0 


Bacheier 
(2001) 

A — / 


Lab 


LB-G190A 




G190A 


K122E, 
F214L, 
A272P, 
K277R 


Virco 


DLV 


0.2 














Virco 


EFV 


4.6 














Virco 


NVP 


41.0 


Dunne 
(2001) 


Clinical 


ALD-pt812 


M41L, 

E44A, 

D67N, 

K70R, 

V75M, 

M184V, 

T215Y 


G190A 


S3C, 
E6K, 
K43E, 

Kir >i im 

N54IN, 

K122E 

S162C, 

E169D, 

A272P, 

K277R, 

V317A 


Virologic 


DLV 


0.0 














Virologic 


EFV 


1.5 




- - - - 










Virologic 


NVP 


20.3 


Masquelier 
(2001) 


Clinical 


BM-19 


M41L, 
T69T ST, 
L74VL, 
L210W, 
T215Y 


K103N, 
Y181C, 
G190A 


K32RK, 

R83K, 

K122E, 

D123ND, 

Q207E, 

R211K, 

L228H, 

K238NK 


Phenoscript 


EFV 


>209.0 


i : 

• BM-21 

• ' j 

i ! 


i 

• - 1 - 


.Phenoscript 


NVP 
EFV 


>2894.6 ! 


A62VA, ;K101QK, 
D67E, ! Y181C, 
T69T ES. G190A 
L210W, i 
T215Y ! 


V21I, 

V35T, 

T39AT, 

D121H, 

K122E, 

K173S, 


Phenoscript 


43.5 j 

i 
J 

i 



Beerenwinkel 



(2002) 



BM-32 



Clinical ;166-BEC 



;Q174R, 

ID177E, 

(I178M, 

|G196E, 

T200I, 

Q207N, 

L228H 



> 



M41L, 

D67G, 

T69TT, 

K70R, 

L74V, 

V118I, 

M184V, 

T215F, 

K219Q 



K103N, 
G190A 



D67N, 

K70R, 

M184V, 

T215F, 

K219Q 



iE42D, 

|K43Q, 

K64N, 

D123E, 

T139R, 

I142T, 

T165I, 

I178MI, 

I202VI, 

F214L, 

L228H 



; Phenos cript 
Phenoscript 



K103S, 
V106A, 
V179I, 
G190A 



V35M, 

D123E, 

I135T, 

S162C, 

D177X, 

D186X, 

T200A, 

I202X, 

Q207E, 

D218E, 

K238E, 

Q269X, 

A272P, 

T286A 



Phenoscript 



GermanNRC 



GermanNRC 



GermanNRC 



NVP >2894.0 



EFV 



>137.0 



NVP 



DLV 



EFV 



NVP 



>1463.0 



56.0 



71.0 



133.0 



1771-REC 



M41W. 

E44DE, 

A62X, 

D67N, 

T69D, 

K70X, 

L74X, 

F77LF, 

V118I, 

L210W, 

IT215Y, 

-K219Q 



A98G, 
K101G, 
Y181C, 
G190A 



! 



K20R, 
V21F, 
V35M, 
K43X, 
I50X, 
P52X, 
N54X, 
iP55X, 
!Y56N, 
IN57K, 
iT58l, 
P59X, 
V60X, 
I63X, 
IK64R, 



GermanNRC 



DLV 



9.0 



IS68RS, 

R72X, 

R78X, 

L80X, 

T84I, 

|D86N, 

iW88X, 

I94K, 

P95Q, 

H96X, 

K102X, 

K122E, 

D123N, 

E169D, 

H198X, 

E203K, 

H208Y, 

R211D, 

L228H 



GermanNRC 



EFV 



122.0 



GermanNRC 



NVP 



180.0 



1847-FRI 



M41L, 

E44A, 

D67N, 

L210W, 

T215Y, 

K219E 



V106A, 
G190A 



K43E, 

K49R, 

R83K, 

D113ED, 

D123E, 

W153M, 

K154E, 

G155R, 

E169D, 

I178L, 

G196E, 

I202MI, 

R211K, 

K238* 



GermanNRC 



DLV 



126.0 



GermanNRC 



EFV 



18.0 



GermanNRC 



NVP 200.0 



2070-PAR 



M41L, 

D67X, 

L74V, 

M184V, 

L210W, 

T215Y, 

K219E 



K101Q, 

K103R, 

V179D, 

Y181C, 

G190A, 

M230IM, 

L234I 



K20R, 

K43E, 

S48P, 

I50X, 

T58I, 

L80X, 

K104NK, 

IL109X, 

ID113ED, 

IK122E, 

:K166N, 

! 11 80V, 

;Y183X, 

ID186X, 



GermanNRC 



DLV 



76.0 



IL193FL, 

IR211K, 

(D250X, 

IS251X, 

IN255Y 



■-+■-- 



2095-LAN 



JM41L, 

L74I, 

V118I, 

M184V, 

L210W, 

T215Y, 

K219N 



292-MAT 



A98G, 
;K103N, 
V108I, 
'G190A 



M41L, 

E44D, 

T69D, 

V75M, 

V118I, 

L210W, 

T215S 



A98S, 

Y181C, 

G190A 



V35I, 

E40F, 

K43E, 

S68G, 

K122E, 

S162C, 

R211K, 

A272P, 

K277R, 

T286P, 

A288P, 

L289N 



German NRCJEJ^\/_i 62^0 
GermanNRC ! NVPJ37JL0 
GermanNRC DLV 35.0 



P4S, 

E6D, 

K20R, 

K43N, 

K102Q, 

K122D, 

K166R, 

T200M, 

Q207E, 

R211K, 

E224D, 

L228R 



GermanNRC 



GermanNRC 



GermanNRC 



EFV 



NVP 



DLV 



40.0 



69.0 



56.0 



GermanNRC 



EFV 



51.0 



GermanNRC 



NVP 



314.0 



;2942-CODE 



D67N, 
T69X, 
K70R, 
L74V, 
K219Q 



1K103N, 
]Y181C, 
! G190A 



K20R, 

V35T, 

T39E, 

S48T, 

V60I, 

D76ED, 

K102Q, 

K122E, 

I135T, 

N136KN. 

E138A, 

K173T, 

•D177E, 

II178L, 

IT200A, 



GermanNRC 



DLV 



66.0 



;k2oink, 

|E204K, 
IQ207A, 
|R211K, 
iF214L, 
L228H, 
V245Q, 
Q269X, 
A272P 



GermanNRC EFV 145.0 



2944-TH A 



M41L, 

D67N, 

K70X, 

T215F, 

K219Q 



K103N, 
Y181C, 
G190A 



V60I, 

D76N, 

D86X, 

K122E, 

D123K, 

I135T, 

N136KN, 

D177E, 

T200A, 

H208QH, 

D218E 



GermanNRC 



GermanNRC 



NVP 1219.0 
DLV 91.0 



GermanNRC 



EFV I65.0 
NVP [359.0 



GermanNRC 



DLV 190.0 



3349-KAH 



M41L, 

E44D, 

D67N, 

L74V, 

V118I, 

L210W, 

T215Y, 

K219G 



K103N, 
Y181C, 
G190A, 
M230I 



3885-TiM 



M41L, 
D67N, 
T69D, 



A98G, 
G190A 



V35T, 

K43R, 

F87LF, 

K122E, 

1142V, 

A158X, 

I159X, 

K166R, 

Q174R, 

D177G, 

I180M, 

Q197P, 

H198P, 

E203K, 

R206K, 

Q207X, 

H208Y, 

R211N, 

T216X, 

H221X, 

Y232X 



IT58I, 
;V60I, 
;K82R, 



GermanNRC 



GermanNRC 
GermanNRC 
GermanNRC 



EFV 131.0 
NVP 160.0 
DLV 1.0 



IT215Y 



R83K, . 
'L120S, 1 
ID123ED, i 
IF124X, i 
,T128X, ! 
'T131H, | 
I132X, i 
1135V, 
N137P, 
E138X, 
T139I, 
R143X, 
Q145HQ, 
Y146*Y, 
W153X, 
S162C, 
S163RS, 
E169D, 
E194D, 
H208X 



GermanNRC 



EFV 



1.0 



GermanNRC NVP 



56.0 



4463-EIBE 



M41L, 

E44D, 

D67N, 

T69D, 

V118I, 

L210W, 

T215Y, 

K219R 



A98G, 

K103N, 

G190A 



K20R, 

V35L, 

D123E, 

I135T, 

N137H, 

Q174X, 

D177E, 

I180MI, 

L193FL, 

E203D, 

R206X, 

H208Y, 

R211D, 

K223Q, 

L228H 



GermanNRC DLV 



11.0 



GermanNRC !EFV 



129.0 



GermanNRC 'NVP 



159.0 



4936-LAN 



M41L, 

L74I, 

V118I, 

M184V, 

L210W, 

T215Y, 

K219N 



A98G, 

iK103N, 

IG190A 



V35I, 

E40F, 

K43E, 

S68G, 

K122E, 

S162C, 

IT200I, 

IR211K, 

IQ269X, 

iA272P, 

IK277G, 

iQ278H, 



GermanNRC DLV 



51.0 



5016-DRE 



!M41L, 

1D67N, 

|K70R, 

L74I, 

V75T, 

T215F, 

K219Q 



IA288P i : 

J GermanNRC jEFV 47.0 

J GermanNRC f NVP T321.0 

"•K101Q, ;K20R GermanNRC TdLV 24.6 
Y181C, K122E, j 
;G190A |R125G, ' ! i 

i K126X, ; I i 

i iY127C, 
IP133X, 
II135L, 
E138D, 
j 1142V, 
!Y146*Y, 
P150X, 
W153G, 
I159X, 
K166X, 
L168X, 
E169X, 
P170X, 
D177E, 
G196E, 
T200A, 
E203D, 
F214L, 
K223Q, 
L228R, 
Q242L 



GermanNRC 



EFV 



90.0 



GermanNRC 



NVP 



249.0 



5075-STA 



M41L, 

E44D, 

D67N, 

T69D, 

V118I, 

M184V, 

L210W, 

T215Y 



K101H, 
G190A 



E6K, 

Q23X, 

V35X, 

K43N, 

V60I, 

K122E, 

1142V, 

I178F, 

E203K, 

Q207E, 

R211K 



GermanNRC 



DLV 



3.0 



_ .. . 

i 

•-4 - 

!5083-FRE 



M41L, 


IK101P, 


K13NK, 


jE44D, 


G190A 


; P14X, 


•D67N, 


i 


:K20R, 


L74V, 


? 

\ 


V35L, 


V118X, 


l 


T39X, 


iM184V, 




;K43E, 


;L210W, 




:R83K, 



GermanNRC jEFV |89.0 
Germa n N RC i N VP 1 370.0 
GermanNRC ;DLV 1.0 





T215Y 


; D121ED, 




1 






U IZotU, 


i i i 

J : 1 


1 

i ; 






I135T, 


! ! 1 


i 

1 






S-162D, 


1 








E169D, 




j 




ID177E, 


i : 


j 






I178M, 




. 


l 






H208Y, 






! 






R211K, 




I 




1 






Q242P, 




i 










V245X, 




s 










N255X, i 


! 




t 






L260F, 




: 




! 






S268X, 








i 






Q269P 






1 


| 








GermanNRC 


tzr V 


Q A 


1 ~l 












GermanNRC 


NVP 


175.0 






5306-BRU 


M41L, 


r\ iDoN, 


K43E, 


GermanNRC 


DLV 


1.0 








E44A, 


r> i nn A 

\j i yuA 


V60I, 














D67N, 




K122E, 














V75M, 




1142V, 














V118I, 




S162D, 














M184V, 




D177E, 














L210W, 




I178M, 














T215Y, 




G196E, 














K219N 




E203V, 


















Q207E, 


















H208Y, 


















R211K, 


















W212X 




















GermanNRC 


EFV 


36.0 














GermanNRC 


NVP 


62.0 






5412-BRI 


M41L, 


W A Ai O 


V35M, 


GermanNRC 


DLV 


190.0 








D67N, 


t/H AQM 


T39A, 










i 


L74I, 


API 


K43E, 












V75T, 


V*1 QAC* 


V60X, 










i 


V118I 

V 1 1 V/l) 


n "i AAA 


K64NK, 










i 


L210W, 




D123E, 








! 


! 

! 


T215Y, 




K173E, 








1 


i 
j 


K219N 




I178L, 
















Q207E, 
















D218E, 










• 






D237F, 






• 










K259NK, 


! 

t 










Q269P, 


i ! 


r 




SA272P 


i ! 










GermanNRC :EFV 93.0 










GermanNRC 


NVP 


335.0 


1 


5902-KAH 


M41L, 


K103N, 


023X7" 


GermanNRC IDLV 22.0 


■ 


E44DE, 


Y181C, 


K30X, 


! | 

1 



1 


'D67N 


G190A 


V35T, i 




i 


L74X 


E36X, : 




! 


*V1 181 

V 1 1 Ul| 


;K43X, ; ; 




j 


M184V 




K46Y, ! 




i 


(L210W, 




I47F, , 




* 


T215Y, 




K49I, ' 




i 

1 








I50F, ! | 




! | 






,v6ox, : i 




! 






;K82NK, : 






; ! 

i 






IV90X, 






♦ 
I 






; K122E, ! 






i 








D123N, j 






i 






:1142V, | 














;K166R, ! 














JD177G, 
















IH208Y, 
















IR211K, 
















IV245T, 
















|S268I, 


















K275R, 


















K277R 

— .... — — — 




















GermanNRC 


EFV 


41.0 














Ocl ! I IdlllNlAU 


NVP 


78.0 






D44/ -f\KA 


KAA i i 
IVI4 1 L, 


V179I, 


V60I, 


GermanNRC 


DLV 


1 0 








D67N 


G190A 


D86X, 














V75X, . 




V90X, 














V118X, 




K122E, 














L210W, 




T139K, 














T215Y, 




P170X, 














K219R 




I178M, 


















Q207E, 


















R211K, 


















V245K 




















GermanNRC 


EFV 


8.0 














GermanNRC 


NVP 


187.0 






Ooyo-oUnVV 


IVI4 I L, 


A98G, 


E28K, 


GermanNRC 


DLV 


256 0 








LZ IUVV, 


K101E, 


V35I, 














T0 1 RV 


Y181C, 


T39A, 
















G190A 


K43E, 
















|H96R, 


















K122E, 








■ 








1 1142V, 














•R172X, 


| 

i 
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Drug susceptibility results of sequences matching input query are shown in the table below. 
Literature references are indicated, as well as the isolate name and type and a list of major, 
minor and other mutations. The fold resistance to the indicated antiretroviral drug is 
indicated in the last column of the table. Data is also summarized above in graphical format. 
Blue bars indicate the range of resistance of those sequences with no *major drug 
resistance mutations (mutations at position 41, 44, 62, 65, 67, 69, 70, 74, 75, 77, 115, 116, 
118, 151, 184,210,215,219, 333,98,100,101, 103, 106, 108, 179, 181, 188, 190,225, 
226, 227, 230, 234, 236, 238, 318) and red bars indicate the fold resistance of sequences 
matching the input query. The total number of sequences(n), the median fold resistance(m), 
as well as the first(Q1) and third quartile(Q3) are indicated. 
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Drug susceptibility results of sequences matching input query are shown in the table below. 
Literature references are indicated, as well as the isolate name and type and a list of major, 
minor and other mutations. The fold resistance to the indicated antiretroviral drug is 
indicated in the last column of the table. Data is also summarized above in graphical format. 
Blue bars indicate the range of resistance of those sequences with no *major drug 
resistance mutations (mutations at position 41, 44, 62, 65, 67, 69, 70, 74, 75, 77, 115, 116, 
118, 151, 184, 210, 215, 219, 333, 98 ,100 ,101, 103, 106, 108, 179, 181, 188, 190, 225, 
226, 227, 230, 234, 236, 238, 318) and red bars indicate the fold resistance of sequences 
matching the input query. The total number of sequences(n), the median fold resistance(m), 
as well as the first(Q1) and third quartile(Q3) are indicated. 
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Drug susceptibility results of sequences matching input query are shown in the table below. 
Literature references are indicated, as well as the isolate name and type and a list of major, 
minor and other mutations. The fold resistance to the indicated antiretroviral drug is 
indicated in the last column of the table. Data is also summarized above in graphical format. 
Blue bars indicate the range of resistance of those sequences with no *major drug 
resistance mutations (mutations at position 41 , 44, 62, 65, 67, 69, 70, 74, 75, 77, 1 15, 1 16, 
118, 151, 184, 210, 215, 219, 333, 98 ,100 ,101, 103, 106, 108, 179, 181, 188, 190, 225, 
226, 227, 230, 234, 236, 238, 318) and red bars indicate the fold resistance of sequences 
matching the input query. The total number of sequences(n), the median fold resistance(m), 
as well as the first(Q1) and third quartile(Q3) are indicated. 
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Drug susceptibility results of sequences matching input query are shown in the table below. 
Literature references are indicated, as well as the isolate name and type and a list of major, 
minor and other mutations. The fold resistance to the indicated antiretroviral drug is 
indicated in the last column of the table. Data is also summarized above in graphical format. 
Blue bars indicate the range of resistance of those sequences with no *major drug 
resistance mutations (mutations at position 41 , 44, 62, 65, 67, 69, 70, 74, 75, 77, 1 1 5, 1 1 6, 
118, 151, 184,210,215,219,333,98,100,101, 103, 106, 108, 179, 181, 188, 190,225, 
226, 227, 230, 234, 236, 238, 318) and red bars indicate the fold resistance of sequences 
matching the input query. The total number of sequences(n), the median fold resistance(m), 
as well as the first(Q1) and third quartile(Q3) are indicated. 



Page 1 from Results 1 to Result 12 from Total 12 Phenotype results 



Author (yr) : Type Isolates i NRTI NNRTI Other Method i Drug Fold 



Rarhplpr 


Lab 


LB- 




K103N 


S48T 


Virm 

'VII \J\J 


DLV 97.0 


(2001 ) 


4ftT- 




G190S 


K122E 


■ 








103N- 






F214L, 


; 








190 






A272P, 


; 

' 














K277R 










i 
• 








Virco 


EFV 


3800.0 














Virco 


NVP 


1100.0 


Rpprpn winkpl 


Clinical |3864- 


M41L, 


K101E 


G18X 


GprmanNRC 


DLV 116.0 


(2002^ 


ISCHA 'D67N, 


K103N 


I31X 








:L210W, 


G190S 


V35I 








! 


I T215Y 




C38W*C 








! 
■ 










Y56X 


















N67KN 

1 IXI M , 


















T58I 


















D121Y 


















K122E 


















D177F 




































G1Q6F 


















T200I, 


















R211A, 


















P243X 




















GermanNRC 


EFV 




141.0 














GermanNRC 


NVP 


200.0 






jOUO- 


MAI 1 


K101R 


Q23X 


GprmanNRC 

uci \\ leal ii m i \ v./ 


ULv 








SCH 


A62V, 


K103N 


V60X 

V WAV, 














D67N, 


G190S 


K64NK 

FW"I N IX, 














K70X, 




S68X 














L74MI, 




R72X 














V75T, 




D76N 














T215Y 




R78X 


















F7QX 


















R83K 

rvuui\, 


















D123F 


















D177F 

1— / lit L_ , 


















I178L 


















I202V 


















Q207R, 


















R211S, 


















D237E 

















iGermanNRC 


EFV 


41.6" 














GermanNRC 


NVP~ 


78.0 



I6663- 
IWER 



:M41L, 

! E44D, 

ID67N, 

! T69D, 

174V, 

[V118I, 

JL210W, 

;T215Y 



:A98G, 

|K101E, 

! K103NK, 

V179X, 

;Y181C, 

G190S 



Y56X, 

F87LF, 

IK122E, 

S162C, 

R172K, 

I180X, 

Q197HQ, 

T200A, 



102.0 



E203K, 
|Q207E, 
IR211K, 
! T216X, 
K223Q 



..L_ 



jGermanNRC jEFV [157.0 
1 GermanNRC j NVPT448 O ' 



The Team 

1 b W ho We Are & How to Contact Us 

■P u blications 
' «A c knowledaements 



{The Data 

I "U s er Guide & Database Documents 

I m Da tabase Statistics 

! "H IV Treatment Websites 

\ "A d ditiona! Resources 



© 1998-2006. AH Rights Reserved. Questions? Contact HIVDB 



[T* STANFORD UNIVERSITY 

Kl HIV DRUG RESISTANCE DATABASE 

A eu rated public database designed to represent, stare, and anulyu* the di\*ergent forms of data underlying ///I 'drug resistance. 



K0T.1E eiWOTYPE-RX GEKOTYPE-PHENO GENOTYPE-CLINICAL HIVdb 

Detailed RT Phenotype Query 

Mutations 



G190S, 
K101E, 
K103N 

Drugs NVP.DLV.EFV 
Assay ANY 
WithNoOtherMajorMuts No 



References 
Isolates 
Results 



1 
2 
6 



EFV 


blue: seqs with no *major muts 

tiffin* ♦$ 


|- : 1 1 I f 1 1 II J 1 1 1 1 1 1 »l | 1 I 1 1 1 1 1 1 | 1 ' 1 1 1 1 I II | 

<o.i i ; 10 100 " >1000 
' fold resistance - > 
( n= 2: Ql= ; 11= 149, Q3= ) 




DLV 

<o.i i 

C r 


blue: seqs with no *major nuts 

il^itfg» t i t ^ ♦ ( * t t ,».,„♦, , ,,,,,,,, 

: 10 100 >iooo 

fold resistance 
i= 2: Qi= , 11- 59, Q3= ) 



NVP 

+ Jill 


blue: seqs with no *major muts 

fit if I* ♦ ♦ ♦ ♦ * ♦ ♦ 


1- 1 — t— i-niii 

<o.i j 

< n 


10 100 >1000 
fold resistance 
= 2: Ql= ; 11= 324, 03= ) 



Drug susceptibility results of sequences matching input query are shown in the table below. 
Literature references are indicated, as well as the isolate name and type and a list of major, 
minor and other mutations. The fold resistance to the indicated antiretroviral drug is 
indicated in the last column of the table. Data is also summarized above in graphical format. 
Blue bars indicate the range of resistance of those sequences with no *major drug 
resistance mutations (mutations at position 41, 44, 62, 65, 67, 69, 70, 74, 75, 77, 115, 116, 
118, 151, 184, 210, 215, 219, 333, 98 ,100 ,101, 103, 106, 108, 179, 181, 188, 190, 225, 
226, 227, 230, 234, 236, 238, 318) and red bars indicate the fold resistance of sequences 
matching the input query. The total number of sequences(n), the median fold resistance(m), 
as well as the first(Q1 ) and third quartile(Q3) are indicated. 
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NNRTI Other ; Method . Drug Fold 



Author (yr) j Type Isolates NRTI 



T 



i Beerenwinkel 



(2002) 



Clinical 13864- 
SCHA 



6663- 
WER 



M41L, 
D67N, 
L210W, 
T215Y 



;kioie, 

K103N, 
G190S 



M41L, 


A98G, 


E44D, 


K101E, 


D67N, 


K103NK, 


T69D, 


V179X, 


L74V, 


Y181C, 


V118I, 


G190S 


L210W, 




T215Y 





G18X, GermanNRC ! DLV 16.0 

I31X, I 

V35I, j 
C38W*C,| 

Y56X, i 

N57KN, i 

T58I, | 

D121Y, j 

K122E, j 

D177E, | 

1178V, ; 
G196E, 
T200I, 
R211A, 
P243X 



I 



GermanNRC 



GermanNRC 



! Y56X, 
IF87LF, 
K122E, 
iS162C, 
IR172K, 
I180X, 
Q197HQ, 
T200A, 
E203K, 
IQ207E, 
IR211K, 
(T216X, 
IK223Q 



GermanNRC 



EFV 
NVP 



DLV 



141.0_ 
200.0 



102.0 



GermanNRC 



EFV 



157.0 



r 



GermanNRC 



NVP 



448.0 
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IT! STANFORD UNIVERSITY 

M HIV DRUG RESISTANCE DATABASE 

A vu rated public database designed to represent, store, and analyze the divergent forms of data underlying ///I *dru% resistance. 



HOME GENOTVPE-R2J 6EKOTYPE-PHENO ©ENOTYPE-CLINICAt HEVdb PROGRABfl 



Detailed RT Phenotype Query 

Mutations G190A, References 

K103N, A98 Isolates 
Drugs NVP,DLV,EFV Results 

Assay ANY 
WithNoOtherMajorMuts No 



2 
4 
11 



EFV 

Jill 


blue: seqs with no *najor nuts 


<0.i 1 10 100 >1000 
fold resistance 
( n= 4: Ql= 41.3, Pl= 44.8, Q3= SB ) 



NVP 




blue: seqs with no *major nuts 


+ 


Jill 


f !*ill»i+i*!t* ♦ ♦ +♦* t t ♦ 


<0.1 


1 10 100 >1000 






Fold resistance 




( n= 4: 


Qi= 109.5, 11= 154.5, Q3= 240 ) 



DLV 

♦ ♦ * 1 ttlsi 


blue: seqs uith no *najor nuts 


<0.1 1 
( n= 3: 


T . l — i-Tt-»-»-i n j 1 — t— »-» -t-«-M | -t — i~i-i-fi-ir| — 

10 ^ 100 >1000 
fold resistance 
Ql= 11.0, 11= 35.0, Q3= 51.6 > 



Drug susceptibility results of sequences matching input query are shown in the table below. 
Literature references are indicated, as well as the isolate name and type and a list of major, 
minor and other mutations. The fold resistance to the indicated antiretroviral drug is 
indicated in the last column of the table. Data is also summarized above in graphical format. 
Blue bars indicate the range of resistance of those sequences with no *major drug 
resistance mutations (mutations at position 41, 44, 62, 65, 67, 69, 70, 74, 75, 77, 115, 116, 
118, 151, 184, 210, 215, 219, 333, 98 ,100 ,101, 103, 106, 108, 179, 181, 188, 190, 225, 
226, 227, 230, 234, 236, 238, 318) and red bars indicate the fold resistance of sequences 
matching the input query. The total number of sequences(n), the median fold resistance(m), 
as well as the first(Q1) and third quartile(Q3) are indicated. 
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Winters 



(2000) 



Clinical q712 



D67-, 

T69G, 

K70R, 

T215F, 

;K219E 



i — 



{Beerenwinkel 



(2002) 




Clinical ,2095- 
jLAN 



4463- 
EIBE 



4936- 
LAN 



M41L, 

L74I, 

V118I, 

M184V, 

L210W, 

T215Y, 

K219N 



M41L, 

E44D, 

D67N, 

T69D, 

V118I, 

L210W, 

T215Y, 

K219R 



A98S, 
K103N, 
Y181C, 
G190AG 



IK20R, 

K102E, 

I135T, 

Q197K, 

I202VI, 

R211K, 

V245K, 

A272P 



Winters- 
PBMC 



EFV 42.5 



NVP >150.0 



A98G, 
K103N, 
V108I, 
G190A 



A98G, 

K103N, 

G190A 



V35I, 

E40F, 

K43E, 

S68G, 

K122E, 

S162C, 

R211K, 

A272P, 

K277R, 

T286P, 

A288P, 

L289N 



jWinters- 
|PBMC_ ; 

GermanNRC DLV !35.0 



K20R, 

V35L, 

D123E, 

I135T, 

N137H, 

Q174X, 

D177E, 

I180MI, 

L193FL, 

E203D, 

R206X, 

H208Y, 

R211D, 

K223Q, 

L228H 



M41L, 


A98G, 


;V35I, 


|L74I, 


K103N, 


E40F, 


IV118I, 


G190A 


K43E, 


1M184V, 




S68G, 


,L210W, 




K122E, 


! T215Y, 




S162C, 


: K219N 




T200I, 


• 




R211K, 


j 




Q269X, 


I 




A272P, 



GermanNRC iEFV 



GermanNRC I NVP 



GermanNRC (DLV 



GermanNRC EFV 129.0 



40.0 



69.0 



11.0 



GermanNRC NVP ; 159.0 
GermanNRC DLV 1 51 0 



K277G, 
Q278H, 
A288P 



jGermanNRC EFV 47.0 
"'GermanNRC NVP 321.0 
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m HIV DRUG RESISTANCE DATABASE 

A at rated public database designed to represent ; store, and analyze the divergent farms of data underlying ft IV drug resistance. 



HOME 6fM0TYPE.SK ©EKOTYPS-PMENO GENOTYPES L1NICAL HJVdb PROGRAM 

Detailed RT Phenotype Query 

Mutations 



G190A, References 

K103N, A98G isolates 

Drugs NVP.DLV.EFV Resu | ts 

Assay ANY 
WithNoOtherMajorMuts No 



1 
3 
9 



EFV 



DLV 



blue: seqs with no *major nuts 



♦ ♦ • ♦ * 

i-t-ri n-j • — »— t-i-t^t ii |^r— — » — i— »-t-t"t ii | — i— •-i-»-t it'|— — 

>1000 



<0.1 1 . 10 100 

fold resistance 
I ( n= 3: Ql= 40.0> M= 47.0, Q3= 129.0 ) 



blue: seqs with no *major muts 



<0.1 1 i 10 100 

I r fold resistance 1 
( n= 3: Ql= 11.0, h= 35.0, Q3= 51.0 ) 



-, Mlt , — r 
>1000 



NVP 

. .nil 


blue: seqs uith no *major muts 


<0.1 ; : 1 : 10 100 >1000 

¥ r Fold resistance 
C n= 3 : i Ql= 69 .0, 0= 159.0, Q3= 321 .0 ) 



Drug susceptibility results of sequences matching input query are shown in the table below. 
Literature references are indicated, as well as the isolate name and type and a list of major, 
minor and other mutations. The fold resistance to the indicated antiretroviral drug is 
indicated in the last column of the table. Data is also summarized above in graphical format. 
Blue bars indicate the range of resistance of those sequences with no *major drug 
resistance mutations (mutations at position 41 , 44, 62, 65, 67, 69, 70, 74, 75, 77, 115, 116, 
118, 151, 184, 210, 215, 219, 333, 98 ,100 ,101, 103, 106, 108, 179, 181, 188, 190, 225, 
226, 227, 230, 234, 236, 238, 318) and red bars indicate the fold resistance of sequences 
matching the input query. The total number of sequences(n), the median fold resistance(m), 
as well as the first(Q1) and third quartile(Q3) are indicated. 
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Roprpnwinkpl 


Clinical 


2095- 


M41L, L74I, A98G, 


V35I 


RprmanNRC 


DLV 


35 0 

\J\J. KJ 


y£~\J\J Cm. 1 




LAN 


\ /i 1 Ql 


\\sa HQM 


E40F, 












KA A QA \ / 

(V1104V, 


\/A HQI 


K43E' 














L^IUVV, 




S68G 














TO A CV 

1 zloY, 


• 


K122E 










: 

! 


i/O'l OKI 




S162C 










I 






R21 1K 










i 

1 




t 


A272P 


















K277R 


















T286P, 










| 






A288P, 
















: 


L289N 














i ! German NRC 


EFV 


40.0 












iGermanNRC 


NVP 


69.0 




_ 


A A Ofi 

4463- 


K A A A \ 

M41L, 


A98G, 


K20R, 


GermanNRC 


DLV 


11 0 


! 




lIDC 


F44D 


IN 1 \J <J i M , 


VoOL, 








; 






D67N, 


G190A 
















T69D, 




llOv) I , 














V118I, 




IN lo/n, 








1 






L210W, 




AH 7>tY 
\J. I f 4A, 














T215Y, 




U I f ( tz, 














K219R 




I I OUIVil, 


















LI yorL, 




































KZUDA, 


















nzuoT , 


















r\Z 1 1 U, 


















K2230 


















L228H 




















German NRC 


EFV 


129.0 














GermanNRC 


NVP 


159.0 






4936- 


M41L, L74I, 


A98G, 


V35I, 


GermanNRC 


DLV 


51 0 






LAN 


V118I, 


K103N, 


E40F, 














M184V, 


G190A 


K43E, 














L210W, 




S68G, 














T215Y, 




K122E, 














K219N 




S162C, 


















T200I, 


















R211K, 


















Q269X, 
















A272P, 
















K277G, 
















Q278H, 








. . .. j. 








A288P 




1 


i 










GermanNRC 


EFV 


47.0 






- - - 






GermanNRC 


NVP 


321.0 
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MOVIE GENOTYPE-RX GEKOTYPE-PHENG SENOTVPE-CUNSG&L NIVdb PROGRAM 

Detailed RT Phenotype Query 



Mutations G190A.A98 References 

Drugs NVP.DLV.EFV Isolates 

Assay ANY Results 

WithNoOtherMajorMuts No 



7 

20 
59 



EFV 



blue: seqs with no *najor muts 



Jililiil 



<0.1 



. . i,*i,u ♦ ~ » *.» . » t « t 

-I — i-i-i-mi'| 1 — I— *| | 1- — I — I * — I— i-t-i-i ti j— 



1 10 100 

fold resistance 
< n= 20: Ql= 15.5, (1= 46.5, Q3= 145.5 ) 



>1000 



NVP 



♦ MM 



blue: seqs with no *major muts 



<0.1 If : 10 100 

fold resistance 
( n= 20; 01= 84.B, 11= 169.5; Q3= 317.5 ) 



>1000 



DLV 



blue: seqs with no *major muts 



r|-|-|-l-| |'J— 



— -J— l-^I-l-l-l-l II,— I— t-l-l-t-ttl, .—I 

<0.1 1 i 10 100 

fold resistance 
( n= 19: Ql= 1.0, H= 11.0, 03= 59.4 ) 



-l-l-ITII , 

>1000 



Drug susceptibility results of sequences matching input query are shown in the table below. 
Literature references are indicated, as well as the isolate name and type and a list of major, 
minor and other mutations. The fold resistance to the indicated antiretroviral drug is 
indicated in the last column of the table. Data is also summarized above in graphical format. 
Blue bars indicate the range of resistance of those sequences with no *major drug 
resistance mutations (mutations at position 41, 44, 62, 65, 67,. 69, 70, 74, 75, 77, 115, 116, 
118, 151, 184,210,215,219, 333, 98,100,101, 103, 106, 108, 179, 181, 188, 190,225, 
226, 227, 230, 234, 236, 238, 318) and red bars indicate the fold resistance of sequences 
matching the input query. The total number of sequences(n), the median fold resistance(m), 
as well as the first(Q1) and third quartile(Q3) are indicated. 
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Winters jClinicaf^712 D67-~, ^A98S, " K20R~ (Winters- EFV 42.5 



(2000) 



iBeerenwinkel 



1771-REC 



2095-LAN 



T69G, 
K70R, 
T215F, 
K219E 



4-- 



M41W, 

E44DE, 

A62X, 

D67N, 

T69D, 

K70X, 

L74X, 

F77LF, 

V118I, 

L210W, 

T215Y, 

K219Q 



|M41L, 
! L74I, 
iV1 181, 
M184V, 
iL210W, 
;T215Y, 



K103N, 
Y181C, 
G190AG 



A98G, 
K101G, 
Y181C, 
G190A 



A98G, 
;K103N, 
•V108I, 
,G190A 



K102E, 

I135T, 

IQ197K, 

II202VI, 

R211K, 

V245K, 

;A272P 



PBMC 



K20R, 

|V21F, 

IV35M, 

'K43X, 

il50X, 

P52X, 

N54X, 

P55X, 

Y56N, 

N57K, 

T58I, 

P59X, 

V60X, 

I63X, 

K64R, 

S68RS, 

R72X, 

R78X, 

L80X, 

T84I, 

D86N, 

W88X, 

I94K, 

P95Q, 

H96X, 

K102X, 

K122E, 

D123N, 

E169D, 

H198X, 

E203K, 

H208Y, 

R211D, 

L228H 



iWinters- 
!PBMC 



iNVP"r>15d.6 



;_ i . 



GermanNRC DLV 9.0 



GermanNRC 



V35I, 

E40F, 

K43E, 

:S68G, 

K122E, 

S162C, 



EFV : 122.0_ 
NVP 180.0 



GermanNRC 

t .. . JL . . _ . . ■ _ .... •.. 

iGermanNRC DLV 35.0 



IK219N 



R211K, 
<A272P, 
K277R, 
T286P, 
A288P, 
.L289N 



GermanNRC 



292-MAT 



M41L, 


A98S, 


E44D, 


Y181C, 


T69D, 


G190A 


V75M, 




V118I, 




L210W, 




T215S 





JGermanNRC 

P4S, E6D JGermanNRC 
: K20R, j 
K43N, 
IK102Q, 
;K122D, 
:K166R, 
IT200M, 
IQ207E, 
R211K, 
E224D, 
L228R 



EFV I40.D 
NVP !69.0 
DLV 56.0 



3885-TIM 



GermanNRC 



EFV 



51.0 



GermanNRC 



NVP 



314.0 



M41L, 
D67N, 
T69D, 
T215Y 



A98G, 
G190A 



T58I, 
V60I, 
K82R, 
R83K, 
L120S, 
D123ED, 
F124X, 
T128X, 
T131H, 
I132X, 
1135V, 
N137P, 
E138X, 
T139I, 
R143X, 
Q145HQ, 
Y146*Y, 
!W153X, 
;S162C, 
;S163RS, 
; E169D, 
E194D, 
IH208X 



GermanNRC 



DLV 



1.0 



- 1 - 



4463-EIBE 



GermanNRC EFV 



1.0 



M41L, 
E44D, 
D67N, 
T69D, 



.A98G, 

:K103N, 

G190A 



K20R, 
V35L, 
D123E, 
I135T, 



GermanNRC 

_j . . 

iGermanNRC 



'NVP":56.0^ 
DLV i 11.0 







V118I, 




N137H, 








L210W, 




Q174X, 


i 






1T215Y, 




D177E, 


; 






K219R 




I180MI 


i I 










L193FL, 


■ ; 


■ 






E203D, 


; 




\ 

1 








R206X, 


J 

I 












H208Y, 


i I 


1 








R211D, 




I 


• 
i 






K223Q, 


! I 

i i 


i I 






L228H 


i ! 


I 






GermanNRC 'EFV '129.0 








i 


German NRC jNVP 


159.0 


" — 


,4936-LAN 


M41L, 


A98G, ;V35I, 


Mormon MDP 


ni \/ 

ULV 


51.0 






IL74I, 


K103N, 


i — a r\i — 

E40F, 












V118I, 


G190A 


K43E, 










I 

i 


ft A A n A \ 1 

M184V, 




S68G, 










1 


t o a r\ V A / 

L210W, 




K122E, 










i 

1 


T215Y, 




S162C, 














K219N 




T2G0I, 


















1— > f\ A A \ s 

R21 1K, 


















Q269X, 


















A272P, 


















K277G, 


















Q278H, 


















A288P 




















GermanNRC 


EFV 
















GermanNRC 


NVP 


321.0 






6893-SCHW 


M41L, 


A98G, 


E28K, 


GermanNRC 


DLV 


256.0 








L210W, 


K101E, 


V35I, 














T215Y 


Y181C, 


T39A, 
















G190A 


K43E, 


















H96R, 


















K122E, 


















1142V, 










i 






R172X, 
















D186X, 








! 1 






E203K, 








I : 






H208Y, 








1 i 

1 ! 




IR211K, 








1 ! . ; 






L228R, 














K238E, 














V245T, 












E248X, 


i 




i 






K259NK, 










! S268I, 












Q269P 


; 










GermanNRC 


EFV ; 162.0 












GermanNRC 


NVP I283.0 


Gonzales 


Clinical 


49110-1 


D67N, 


A98S, 


K122E, 


Virologic 


DLV 


2.1 



[ 



(2002) 



I/7AR 
Y\( Ur\, 


MU lu, 


U izot, 




V 1 f 571, 


,H1 77c 
! UI / ft, 






M70I 

; I I ( oL, 












W977P 






:T286A, 






! E297K 



Margot 



(2002) 



49110-3 



D67N, 
|K70R, 
IT215F, 
|K219Q 



Clinical 



MM-3576366701 



M41L, 

M184V, 

T215FY 



A98S, 
V179I, 
G190A 



A98S, 

K101DEHQ, 
G190A 



K122E, 

D123E, 

D177E, 

I178L, 

V245E, 

K277R, 

T286A, 

E297K, 

K311R 



iVirologic 
Virologic 
jVirologic 



D121Y, 

I135VI, 

I142VI, 

D177E, 

Q207E, 

R211K, 

D237E, 

T286A, 

M357T, 

R358KR, 

T377Q, 

T386AVTI, 

K395R, 

E399D, 

A400TA 



Virologic 
Virologic 
Virco 



EFV '76.0 



NVP >400.0_ 
DLV 0.4 



EFV 



NVP 



DLV 



4.3 



85.0 



59.4 



MM-4346366641 



M41L, 
E44D, 
M184V, 
T215Y 



A98G, 
V179I, 
G190A 



Johnston ICIinical 71361-1 



K65R ;A98G, 



K20R, 
K102Q, 
D123E, 
I135M, 
Q207E, 
T286A, 
E297K, 
:I329LI, 
A360T, 
V365IV 



V35T, 



Virco 
Virco 
i Virco 



EFV 



398.4 



NVP 



49.5 



DLV 



0.3 



Virco 
Virco 
Virologic 



EFV 18.0 
NVP -121.9 
DLV 5.9 



(2005 ) 



K101E, 
V179D, 
G190A 



K49R, 

IK122E, 

IA158S, 

IE169D, 

R211A, 

IV245M 



Virologic 







jEFV 


>1 500.0 















Virologic 


NVP 


>893.0 


Mo (2005) 


Clinical 8242 d660 Virco ;D67N, 


A98G, 


V35M, 


Virco 


DLV 


192.3 






K70R, 
T215F, 


K101E, 
G190A 


I135K, 
E169D, 








i 




IK219Q 




I178F, 


















G196E, 
H208Y, 


f 
















D237DN, 


















vZ/O I , 


















K281R, 


















T286P, 


















V292I, 


















E297K, 


















A304E, 


















M357T, 


















K366R, 
A400S 










! 

: 








Virco 


EFV 


17.0 




i 

i 








Virco 


NVP 


84.5 






8315_d867 


M184V 


A98S, 
G190A 


K43E, 

K122E, 

1142V, 

E203K, 

R211RS, 

V245T, 

E297K 


Virologic 


DLV 


0.7 




! 
i 








Virologic 


EFV 


14.0 












Virologic 


NVP 


182.0 


i 


! 8315^d985 


M184V 


A98S, 


K43E, 
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Drug susceptibility results of sequences matching input query are shown in the table below. 
Literature references are indicated, as well as the isolate name and type and a list of major, 
minor and other mutations. The fold resistance to the indicated antiretroviral drug is 
indicated in the last column of the table. Data is also summarized above in graphical format. 
Blue bars indicate the range of resistance of those sequences with no *major drug 
resistance mutations (mutations at position 41, 44, 62, 65, 67, 69, 70, 74, 75, 77, 1 15, 1 16, 
118, 151, 184,210,215,219, 333,98,100,101, 103, 106, 108, 179, 181, 188, 190, 225, 
226, 227, 230, 234, 236, 238, 318) and red bars indicate the fold resistance of sequences 
matching the input query. The total number of sequences(n), the median fold resistance(m), 
as well as the first(Q1 ) and third quartile(Q3) are indicated. 
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Drug susceptibility results of sequences matching input query are shown in the table below. 
Literature references are indicated, as well as the isolate name and type and a list of major, 
minor and other mutations. The fold resistance to the indicated antiretroviral drug is 
indicated in the last column of the table. Data is also summarized above in graphical format. 
Blue bars indicate the range of resistance of those sequences with no *major drug 
resistance mutations (mutations at position 41 , 44, 62, 65, 67, 69, 70, 74, 75, 77, 1 15, 1 16, 
118, 151, 184,210,215,219, 333,98,100,101, 103, 106, 108, 179, 181, 188, 190,225, 
226, 227, 230, 234, 236, 238, 318) and red bars indicate the fold resistance of sequences 
matching the input query. The total number of sequences(n), the median fold resistance(m), 
as well as the first(Q1) and third quartile(Q3) are indicated. 
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Drug susceptibility results of sequences matching input query are shown in the table below. 
Literature references are indicated, as well as the isolate name and type and a list of major, 
minor and other mutations. The fold resistance to the indicated antiretroviral drug is 
indicated in the last column of the table. Data is also summarized above in graphical format. 
Blue bars indicate the range of resistance of those sequences with no *major drug 
resistance mutations (mutations at position 41 , 44, 62, 65, 67, 69, 70, 74, 75, 77, 1 15, 1 16, 
118, 151, 184,210,215,219, 333,98,100,101, 103, 106, 108, 179, 181, 188, 190, 225, 
226, 227, 230, 234, 236, 238, 318) and red bars indicate the fold resistance of sequences 
matching the input query. The total number of sequences(n), the median fold resistance(m), 
as well as the first(Q1) and third quartile(Q3) are indicated. 
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